Introduction
post-introduction periods. When computing post-introduction shifts using averaged post-invasion 157 data instead of minima, significant changes were only recorded for birth rate (t= -4.506, df= 17, 158 p< 0.001), adult mortality (t= 2.158, df= 17, p= 0.046), fertility rate (t= -2.120, df= 17, p= 159 0.049).
160
During the post-invasion phase, country-level yield losses were related to changes in birth rate Table 1 ). When accounting for temporal trends 171 in cassava production and demographic parameters, statistical significance of those patterns was 172 sustained.
173
Generalized additive regression modelling allowed year-by-year assessment of the relative 174 impacts of yield shifts and in-country presence of biotic stressors on demographic parameters for 175 two specific events (i.e., post-invasion, post-introduction). During the post-invasion phase, full-176 factorial models with a time-step and yield shift provided the best goodness-of-fit ( lower than the 50.0-96.6% loss reduction in Ghana's savanna (Neuenschwander et al., 1989) .
208
Yet, the parallel invasion of the spider mite, Mononvchellus tanajoa (Bondar) is likely to have 209 inflated yield losses in certain areas (Yaninek et al., 1993 (Cox, 1978; Painter et al., 2005) .
232
Hence, aside from the 3.2 million foregone births over the span of the mealybug invasion, other
233
human and social dimensions of African livelihoods certainly were affected.
234
Given the distinctive invasive species impacts on livelihoods and human well-being, proactive and dampen such ill-favored externalities (Cox, 1978; Fraser et al., 2005) . One way to achieve 246 this is through ecological intensification: an integrated set of interventions that harness 247 ecosystem services -including 'biotic resistance' to pest invasion, conserve crop yields and often enhance farm profit (Bommarco et al., 2013; Garbach et al., 2017 shift as explanatory variable and a full factorial (both previous variables plus interaction term).
567
Goodness-of-fit of models was assessed by comparing the three sets of regression equations for 
